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Samples received and distributed for testing

Tissues received
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Extracted nucleic acids

Tumor RNA and DNA yields
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Distribution of RNA and DNA for testing

NYU, Hernando Lab MSK-IMPACT™ UNC, Thomas Lab
RNA for miRNA DNA for Methylation
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Distributed amounts

median (range) 750.3ng 200ng 354.2ng
(497.9-5,548) (57-896.6) (196.1-818.8)



Tumor Library QC vs. MSK-IMPACT™ output
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Tumor Library QC vs. MSK-IMPACT™ output by time
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Time elapsed vs. MSK-IMPACT ™ coverage of the tumor
DNA
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Purity measures by concentrations of total tumor DNA (ss+ds)

TotDNA > 50 ng/ulL
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Effect of dsDNA concentration on iGO output

DNA QC Failures by initial concentration of
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Next steps

 Continuation

 Sample ID, etc
* Newly received tissues

e Dilution & diluent trial

* Accepting more tissue!




British Columbia CRC
Cleveland Clinic

Case Western
Roswell Park

Dartmouth
MDACC
MIA

Yale
UNM
NYU
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