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Tissues received
N=741

Eligible
N=694

co-extracted DNA/RNA 
N=691

Tm DNA → UNC
N=471

Paired Tm-NL
N=592

Paired Tm-NL, N=458
Tm DNA, N=96

→ MSK-IMPACTTM
RNA → NYU

N=689

NL DNA total, N=593 
Provided, N 196
Extracted N=397

Samples received and distributed for testing

Initial path review
N=719



Extracted nucleic acids

N=691
450 ng dsDNA

500 ng RNA

100 ng dsDNAN=397



Distribution of RNA and DNA for testing

Distributed, 99.7% Distributed, 68.2%

Limited 
Tm, 
31.8%

Pending, 0%

Distributed, 80.2%

Limited 
Tm, 
16.4%

Pending, 
1.5%

Limited 
Tm and 
NL, 0.9%

Assigned 
to Methyl, 
1.2%

NYU, Hernando Lab
RNA for miRNA

UNC, Thomas Lab
DNA for Methylation

MSK-IMPACTTM

Pending, 0%
Not suitable, 0.3%

750.3ng 
(497.9-5,548)

354.2ng 
(196.1-818.8)

200ng 
(57-896.6)

Distributed amounts
median (range)



p=<0.0001

Tumor Library QC  vs. MSK-IMPACTTM output

N = 155N = 80 N= 85
Total N = 320

(batches 10-12 or ‘J, L, M’ pending)

Our QC:

• Total DNA quantity
• dsDNA quantity
• Fragmentation
• Amplifiability
• Discrepancies within pairs
• Discrepancies with sex

LibQC→



N=988

Tumor Library QC  vs.  MSK-IMPACTTM output by time 
elapsed *
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Time elapsed vs. MSK-IMPACTTM coverage of the tumor 
DNA

r² = 0.1301
p =< 0.0001

N= 256
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N=149N=198N=344

Purity measures by concentrations of total tumor DNA (ss+ds)
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Failures by initial concentration of 
dsDNA
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IGO Core DNA QC calls

DNA QC

N=988

N=164

Effect of dsDNA concentration on iGO output

Initial cc (ng/µL)



Next steps

• Continuation 
• Sample ID, etc

• Newly received tissues

• Dilution & diluent trial

• Accepting more tissue!
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