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The Genome Conference (February 2006) Lorne, Australia. 
47th Annual Drosophila Research Conference (March-April 2006) Houston, TX 
15th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2006) 
 Crete, Greece 
11th Annual SCBA International Symposium (July 2006) San Francisco, CA 
 
2007 
48th Annual Drosophila Research Conference (March 2007) Philadelphia, PA.  
Keystone Symposium: MicroRNAs and siRNAs: Biological Functions and Mechanisms (January 
 2007) Keystone, CO.  
Society of Developmental Biology, Northeast Regional Meeting (April 2007) Woods Hole, MA.  
2nd MicroSymposium on Small RNAs (May 2007) Vienna, Austria. 



 

Small RNAs in Development, Immunology and Cancer (October 2007) New York Academy of Sciences.  
Expanding the Genetic toolkit for Drosophila (October 2007) Janelia Farm, VA.  
 
2008 
RNAi, MiRNA, and Non-Coding RNA, Keystone Symposium (March 2008), British Columbia, Canada 
49th Annual Drosophila Research Conference (April 2008), San Diego, CA. modENCODE workshop.  
Small RNAs: Biology and Technology (June 2008) IRIC Montreal, QC, Canada. 
Computational Systems Biology 2008 (August 2008) Stanford, CA. 
9th International Congress on Cell Biology (October 2008) Seoul, Korea.  
International Symposium on Molecular Biology: RNA & Diseases (October 2008) Yongin, Korea.  
 
2009 
Keystone Symposium: The Biology of RNA Silencing (April 2009) Victoria, Canada.  
50th Annual Drosophila Research Conference (April 2009) Chicago, IL. modENCODE workshop.  
Keystone Symposium: MicroRNA and Cancer (June 2009), Keystone, CO.  
42nd Meeting of the Society for the Study of Reproduction (July 2009), Pittsburgh, PA.  
Non-coding RNA Species in Nervous System Development and Function (November 2009), New York 
 Academy of Sciences, NY. Symposium co-organizer and speaker.  
21st European Drosophila Research Conference (November 2009), Nice, France. 
 
2010 
51th Annual Drosophila Research Conference (April 2010) Washington DC. modENCODE workshop.  
2nd Annual NYU RNAi Symposium (June 2010) New York, NY.  
17th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2010), 
Crete, Greece. 
5th London Fly meeting (September 2010), London, England.  
8th Annual Symposium in Plant Biology (October 2010) Amherst, MA. 
Yale Symposium on RNA and Development (October 2010) New Haven, CT. 
IRCM Meeting on Systems Biology (October 2010) Montreal Canada.  
 

2011 
Keystone Symposium: Mechanism and Biology of Silencing (March 2011) Monterey, CA. 
52nd Annual Drosophila Research Conference (April 2011) San Diego, CA. (Plenary speaker).  
The Cellular Functions of RNA Nucleases (November 2011). Symposium co-organizer and speaker.  
 New York Academy of Sciences, NY. 
44nd Annual Meeting of the American Society of Nephrology (November 2011) Philadelphia PA. 
 
2012 
microRNA 2012: International Symposium (March 2012) São Paulo, Brazil. 
Fondation des Treilles: Small silencing RNA Biology and Mechanism (April 2012) Tourtour, France. 
7th Microsymposium on Small RNAs (May 2012) Basel, Switzerland. 
18th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2012), 
Crete, Greece. 
2012 Janssen Award for Biomedical Research Symposium (Sept 2012) New York Academy of  Sciences, 
NY. 
13th Annual Riboclub meeting (Sept 2012) Sherbooke, Quebec Canada. 
 

2013 
7th International Conference on Structural Biology and Functional Genomics (December 2013) 
 National University of Singapore, Singapore.  
 

2014 
13th Annual McGill Barbados Workshops on Systems Biology (January 2014). Barbados.  
IMP-IMBA-BI Meeting on "microRNAs in Human Disease" (January 2014). Vienna Austria. 
Keystone Symposium: RNA silencing (January 2014). Seattle, WA 
9th Microsymposium on Small RNAs (May 2014) Vienna, Austria. 
19th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2014), 
Crete, Greece. 
 

2015 
Society of Developmental Biology, Northeast Regional Meeting (April 2015) Woods Hole, MA.  
10th Microsymposium on Small RNAs (May 2015) Vienna, Austria. 
Cell Press LabLinks symposium: RNA and the Nervous System (July 2015) New York, NY 



 

 

2016 
EMBO Workshop Multiple functions of piRNAs and PIWI proteins (April 2016) Montpellier, France  
20th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2016), 
Crete, Greece. 
Society for Developmental Biology 75th Annual Meeting (August 2016) Boston, MA 
39th Annual Meeting of The Molecular Biology Society of Japan (November 2016) Yokohama, Japan 
 

2017 
Emerging roles of non-coding RNAs in nervous system development, plasticity and disease (June 
 2017) Marburg, Germany 
 

2018 
CSHL Regulatory & Non-Coding RNAs (May 2018) CSHL, New York 
13th Microsymposium on Small RNAs (May 2018) Vienna, Austria 
21th International Workshop on the Molecular and Developmental Biology of Drosophila (June 2018), 
Crete, Greece 
ELAVENICE workshop on Elav proteins (September 2018), Venice, Italy 
 

2019 
2nd Asian Pacific Drosophila Neuroscience Conference (January 2019) Taipei, Taiwan 
Keystone Symposium on Small Regulatory RNAs (March 2019) Daejeon, Korea 
Brandeis Genetics Training Grant Symposium (October 2019) Boston, MA 
 

2020 
CSHL Regulatory & Non-coding RNAs (May 2020). Virtual conference. 
 

2021 
CSHL Eukaryotic mRNA Processing (August 2021). Virtual conference. 
 

2022 
CSHL Regulatory & Non-coding RNAs (May 2022) CSHL, NY 
23rd International Workshop on the Molecular and Developmental Biology of Drosophila (June 2022), 
Crete, Greece 
 

2023 
McGill Workshop on RNA-mediated silencing (April 2023) Bellairs Station, Barbados. 
NCI RNA Biology Symposium (April 2023) NIH Bethesda, MD 
University of Michigan Human Genetics Department Retreat, MI, keynote speaker 
The International Porphyrias Symposium: Advancing the Science and Art (Oct 2023) Bethesda, MD 
Keystone Symposium on Regulatory RNAs: Emerging Mechanisms (Dec 2023) Banff, Canada 
 
2023 
The Argonautes meeting (August 2024). Copenhagen, Denmark. 
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2006  Fox Chase Cancer Center, Philadelphia PA 
 New York Academy of Sciences, New York City NY 
 Skirball Institute, New York City NY 
 University of Vermont, Burlington VA 
 

2007 University of Maryland Biotechnology Institute, College Park MD 
 Johns Hopkins University, Baltimore MD 
 Yale University, New Haven CT 
 Oregon State University, Corvallis OR 
 University of Oregon, Eugene OR 
 

2008 University of Texas at Southwestern Medical School, Dallas TX 
 Emory University, Atlanta GA 
 Mount Sinai School of Medicine, New York City NY 
 New York University, New York City NY 
 University of Washington, Seattle WA 
 Seoul National University, Seoul Korea 
 Korea Advanced Institute of Science and Technology, Daejon Korea 
 Duke University, Durham NC 
 



 

2009 Purdue University, West Lafayette IN 
 Indiana University, Bloomington IN 
 University of California, Berkeley CA 
 Columbia University Medical Center, New York City, NY 
 University of Illinois, Chicago IL 
 Institut de Biologie Moléculaire et Cellulaire, Strasbourg France 
 Institut de Génétique et de Biologie Moléculaire et Cellulaire, Illkirch France 
 

2010 Colby College, Waterville ME 
 Florida State University, Tallahassee FL 
 University of Colorado, Boulder CO 
 Hunter College, City University of New York NY 
 The Waksman Institute, Rutgers, The State University of New Jersey, Piscataway, NJ 
 University of Texas Southwestern Medical School, Dallas TX 
 

2011 Jefferson Medical College, Thomas Jefferson University, Philadephia PA 
 The City College of New York, NY 
 Sanford | Burnham Medical Research Institute, San Diego CA 
 Max Planck Institute of Molecular Cell Biology and Genetics, Dresden Germany 
 

2012 University of Colorado Anschutz Medical Campus, Aurora, CO 
 McGill University Centre for Research in Neuroscience, Montreal Canada 
 Boston University School of Medicine, Genome Science Institute, Boston MA 
 

2013 MRC Centre for Developmental Neurobiology, King's College, London England 
 

2014 University of Texas Health Science Center, San Antonio TX 
 Stockholm University, Sweden 
 

2015 Rutgers New Jersey Medical School, Newark NJ 
 University of Nevada, Reno NV 
 Brandeis University, Waltham MA 
 National Institute of Diabetes and Digestive and Kidney Diseases, NIH Bethesda MD 
 

2016 Michigan Technological University, Houghton MI 
 University of Tokyo, Japan 
 

2017 St. Johns University, New York City NY 
 University of Wisconsin, Madison WI 
 Temasek Life Sciences Laboratory, Singapore 
 Cornell University, Ithaca NY 
 Institute of Molecular Biology, Mainz Germany 
 New England Biolabs, Ipswich MA 
 

2018 Buck Institute, Novato CA 
 National Institutes of Health (NIH-NIDDK), Washington DC 
 

2019 Chang Gung University, Taiwan 
 University of Illinois at Urbana-Champaign, Champaign IL 
 University of California, San Francisco CA 
 

2020 University of Florida, Tallahassee FL 
 

2021 Institute of Molecular Pathology, Vienna BioCenter, Austria (virtual) 
 University of Pennsylvania, PA (virtual) 
 

2022 MD Anderson Cancer Center, Houston TX (virtual) 
 University of Southern Mississippi, Hattiesburg MS 
 Syracuse University, Syracuse NY 
 University of California at Riverside, Riverside CA 
 The Waksman Institute, Rutgers University, The State University of New Jersey, Piscataway, NJ 
 University of California at Santa Barbara, Santa Barbara CA 
 The Francis Crick Institute, London England 
 University of Colorado Anschutz Medical Campus, Aurora CO 
 Colorado State University, Fort Collins CO 
 

2023 University of Massachusetts Chan Medical School, Worcester MA 
 University of California at San Francisco, San Francisco CA 
 Emory University, Atlanta GA 



 

 Rutgers New Jersey Medical School, Newark NJ 
 University of Utah, Salt Lake City UT 
 University of Michigan, Ann Arbor MI 
 University of Toronto, Toronto Canada 
 
2024 Boston University, Boston MA 
 
 

Academic Service 
 

regular reviewer for: Cell, Science, Nature, Nature Genetics, Nature Structural Molecular Biology, Nature 
Reviews Molecular Biology, Nature Protocols, Nature Communications, eLIFE, Developmental Cell, 
Molecular Cell, Cell Host Microbe, Current Biology, Genes & Development, Development, RNA, 
Developmental Biology, EMBO Journal, Molecular and Cellular Biology, PNAS, Genome Research, 
Genome Biology, PLoS Biology, PLoS Genetics, PLoS Computational Biology, Genetics, G3, etc. 

 

2006  NIH NIMH special emphasis panel study section, ad hoc member 
2007 NIH GCAT study section, ad hoc member  
2010  NSF Kansas EPSCoR, ad hoc reviewer 
2013  FWF-Austrian Science Fund, "RNA Biology" Doctoral Program, external review panel 
2016  NSF ad hoc reviewer  
2017 Human Frontiers Science Program, Career Development Awards, ad hoc reviewer 
2017-19 NIH MNG study section, ad hoc member (2 times/year) 
2018 NIH NIGMS-MIRA grants (ZRG1-CB-J55), ad hoc reviewer 
2018 Boehringer Ingelheim Fonds, Foundation for Basic Research in Medicine, ad hoc reviewer 
2019 Swiss National Science Foundation, ad hoc reviewer 
2020 European Research Council, ad hoc reviewer 
2019-2023 NIH MNG study section, standing member (2-3 times/year) 
2023  FWF-Austrian Science Fund, ad hoc reviewer 
2023  Czech Science Foundation, ad hoc reviewer 
 

New York Academy of Sciences, RNAi and ncRNA Discussion Group, Committee co-chair (2005-2013) 
Editorial Board, Fly 2006-present 
Editorial Board, Genome Biology 2010-present 
 

Fellowships and Awards of group members 
 

Joshua Hagen, Ruth Kirschstein NRSA Fellowship (2007-2010) 
Jr-Shiuan Yang, Frank Horsfall Lappin GSK Fellowship (2011) 
Katsutomo Okamura, Japan Society for Promotion of Science (2006-2007) 
  Charles Revson Senior Fellow In Biomedical Science (2007-2009) 
  Japan Society for Promotion of Science (2010-2012) 
Qi Dai, Swedish Research Council Postdoctoral Fellowship (2008-2010) 
Zhigang Jin, National Cancer Institute of Canada-Terry Fox Foundation (2009-2010) 
Celia Andreu-Agullo, EMBO Longterm Postdoctoral Fellowship (2009-2011) 
  NYSTEM fellowship (2011-2013) 
Jakub Westholm, Swedish Research Council Postdoctoral Fellowship (2011) 
  Swedish Society for Medical Research Fellowship (2011-2012) 
Pedro Miura, CIHR Post-doctoral Fellowship (2011-2013) 
Yang Yu, NYSTEM fellowship (2015-2017) 
Seungjae Lee, NYSTEM fellowship (2020-2022) 
Jeffrey Vedanayagam, NIH K99/R00 Pathway to Independence Award (2021-2025) 
David Jee, NIH T32 Weill Cornell Training Grant in Molecular and Cellular Biology (2014-2016) 
  Weill Cornell Clinical & Translational Science Center Fellowship (2023-2025) 
 

Selected current positions of former group members 
 
David Raleigh (undergrad mentee): Assistant Professor, UC San Francisco 
Peter Ly (SURP student): Assistant Professor, UT Southwestern Medical Center 
Katsutomo Okamura (PD): Professor (with tenure), Nara Institute of Science and Technology, Japan 
Alex Flynt (PD): Associate Professor (with tenure), University of Southern Mississippi, Hattiesburg MS 
Pedro Miura (PD): Associate Professor (with tenure), UConn Health, Farmington CT 
Qi Dai (PD): Associate Professor (with tenure), University of Stockholm, Sweden 
Jiayu Wen (PD): Associate Professor (with tenure), Australian National University, Australia 



 

Rajaguru Aradhya (PD): Assistant Professor, Amrita Institute of Medical Sciences and Research, India 
Yang Yu (PD): Assistant Professor, Peking Union Medical College, China 
Jeffrey Vedanayagam (PD): Assistant Professor, University of Texas San Antonio  
Wei-Jen Chung (tech): Director, Discovery Bioinformatics, Loxo Oncology at Lilly 
Sol Shenker (PhD): Director, Computational Biology, KSQ Therapeutics 
Nicolas Robine (PD): Director, Computational Biology, New York Genome Center 
Jakub Westholm (PD): Staff Scientist, SciLifeLab, Stockholm Sweden 
Celia Andreu-Agullo (PD): Director, Biomarkers - Volastra Therapeutics (formerly Principal Scientist, Rgenix) 
Peter Smibert (PD): Vice President, Biology - 10X Genomics  
  (formerly Director of Technology Innovation Laboratory, New York Genome Center) 
 

Research Support 
 
Ongoing Research Support: 
 
NIH-NINDS R01 NS083833-10     1/15/2014-12/31/2023 
Mechanism and biology of widespread distal 3'UTR utilization in the CNS 
Role: PI 
 
NIH-NIGMS R01 GM083300-16     9/1/2007-4/31/2025 
Supplemental award: R01 GM083300-16S1 
Non-canonical miRNA biogenesis mechanisms in Drosophila and mammals 
Role: PI 
 
NIH-NICHD R01 HD108914-02     05/01/2022-03/31/2027 
Essential roles for RNAi/hpRNAs to resolve intragenomic conflicts in the male germline 
Role: PI 
 
Tow Center for Developmental Oncology, Pilot Grant  10/1/2023-9/30/2025 
microRNA deregulation in embryonal tumors with multilayered rosettes (ETMR) 
Role: PI 
 
Tri-Institutional Stem Cell Initiative (Tri-SCI)  #2023-010   12/1/2023-11/30/2025 
BEND3, a novel transcription factor linking heterochromatin and polycomb regulation in hESCs 
Role: PI (Dr. Yicheng Long, co-PI) 
 
 
Completed Research Support: 
 
NIH-NICHD R01 HD095897-05     08/17/2018 – 05/31/2023 
A miR-486/Dock3 signaling axis modulates dystrophin-deficient pathology 
Role: subcontract (Dr. Matthew Alexander, PI)  
 
Equinox Cycle for Survival     1/1/2021-12/31/2022 
Functional analysis of Dicer hotspot mutations in cancer 
Role: PI 
 
NIH-NHLBI R01 HL135564-05     04/10/2017 – 01/31/2021 
Molecular and genetic analysis of novel Slicer-dependent miRNA pathways in blood  
Role: lead PI/MPI 
 
BSF 2015398       11/1/2016-10/31/2020 
The role of microRNAs in the decline of germline stem cell functionality during aging 
Role: co-PI (co-PI, Dr. Hila Toledano) 
 
NIH-NINDS R01 NS074037-05    9/1/2011-8/31/2016 
BEN factors are conserved CSL co-repressors in Notch-mediated neural development 
Role: PI 
 
Functional Genomics Initiative, MSKCC    5/1/2016-7/30/2018 
Molecular genetic analysis of cancer hotspot mutations in core miRNA machinery 
Role: PI (co-PI, Dr. Danwei Huangfu) 
 



 

Susan and Peter Solomon Divisional Genomics Program  1/1/2017-12/31-2017   
Genomic analysis of Slicer-dependent miRNA pathways in blood and leukemia 
 
NYSTEM N11G-083      3/1/2013-8/31/2016 
Control of neural stem cell identity by the zinc finger protein Ars2 
Role: PI 
 
Functional Genomics Initiative, MSKCC    1/1/2015-12/13/15 
Analysis of Dicer1 hotspot mutations in cancer 
Role: PI 
 
Burroughs Wellcome Fund, Career Award   12/01/04-08/30/15 
Genomewide analysis of Drosophila microRNA function 
Role: PI 
 
NIH-NHGRI U01 HG004261     4/1/07-3/31/12 
Annotation of the small RNA/microRNA component of the Drosophila genome  
Role: PI 
 
NIH-NHGRI U01 HG004261 ARRA supplement   9/1/09-08/30/11 
 
NIH-NHGRI RC2 HG005639     9/1/09-08/30/12 
A Data Analysis Center for integration of fly and worm modENCODE datasets 
 
STARR Cancer Consortium I3-A139    9/1/09-8/30/11 
Elucidation of microRNA control of cell signaling and apoptosis pathways  
Role: PI 
 
V Foundation for Cancer Research, V Scholar Grant  12/1/06-11/30/08 
Genetic identification of cancer-relevant miRNA activities and novel miRNA pathway components 
 
Sidney Kimmel Foundation for Cancer Research   7/1/07-5/30/09 
Functional analysis of microRNA activity in Drosophila cancer models 
 
Leukemia and Lymphoma Society, Special Fellowship  07/01/04-06/30/07 
Genomewide analyses of microRNA function in Drosophila 


