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262. Jiagge E, Jin DX, Newberg JY, Perea-Chamblee T, Pekala KR, Fong C, Waters M, Ma D,
Dei-Adomakoh Y, Erb G, Arora KS, Maund SL, Njiraini N, Ntekim A, Kim S, Bai X, Thomas M, van
Eeden R, Hegde P, Jee J, Chakravarty D, Schultz N, Berger MF, Frampton GM, Sokol ES,
Carrot-Zhang J. Tumor sequencing of African ancestry reveals differences in clinically
relevant alterations across common cancers. Cancer Cell. 2023 Oct
23:S1535-6108(23)00359-8.

261. Suehnholz SP, Nissan MH, Zhang H, Kundra R, Nandakumar S, Lu C, Carrero S, Dhaneshwar
A, Fernandez N, Xu BW, Arcila ME, Zehir A, Syed A, Brannon AR, Rudolph JE, Paraiso E,
Sabbatini PJ, Levine RL, Dogan A, Gao J, Ladanyi M, Drilon A, Berger MF, Solit DB, Schultz N,
Chakravarty D. Quantifying the Expanding Landscape of Clinical Actionability for Patients
with Cancer. Cancer Discov. 2023 Oct 18.

260. Lumish MA, Walch H, Maron SB, Chatila W, Kemel Y, Maio A, Ku GY, Ilson DH, Won E, Li J,
Joshi SS, Gu P, Schattner MA, Laszkowska M, Gerdes H, Jones DR, Sihag S, Coit DG, Tang LH,
Strong VE, Molena D, Stadler ZK, Schultz N, Janjigian YY, Cercek A. Clinical and Molecular
Characteristics of Early-Onset versus Average-Onset Esophagogastric Cancer. J Natl Cancer
Inst. 2023 Sep 12:djad186.

259. de Bruijn I, Kundra R, Mastrogiacomo B, Tran TN, Sikina L, Mazor T, Li X, Ochoa A, Zhao G,
Lai B, Abeshouse A, Baiceanu D, Ciftci E, Dogrusoz U, Dufilie A, Erkoc Z, Garcia Lara E, Fu Z,
Gross BE, Haynes CD, Heath A, Higgins DM, Jagannathan P, Kalletla K, Kumari P, Lindsay JR,
Lisman A, Leenknegt B, Lukasse P, Madala D, Madupuri R, van Nierop P, Plantalech O, Quach J,
Resnick A, Rodenburg SYA, Satravada BA, Schaeffer F, Sheridan R, Singh J, Sirohi R, Sumer SO,
van Hagen S, Wang A, Wilson M, Zhang H, Zhu K, Rusk N, Brown S, Lavery JA, Panageas KS,
Rudolph JE, LeNoue-Newton ML, Warner JL, Guo X, Hunter-Zinck H, Yu TV, Pillai S, Nichols C,
Gardos SM, Philip J, Bpc Core Team G, Project Genie Consortium A, Kehl KL, Riely GJ, Schrag D,
Lee J, Fiandalo MV, Sweeney SM, Pugh TJ, Sander C, Cerami E, Gao J, Schultz N. Analysis and
Visualization of Longitudinal Genomic and Clinical Data from the AACR Project GENIE
Biopharma Collaborative in cBioPortal. Clin Cancer Res. 2023 Sep 1;29(17):3418-3428.

258. Skakodub A, Walch H, Tringale KR, Eichholz J, Imber BS, Vasudevan HN, Li BT, Moss NS,
Hei Yu KK, Mueller BA, Powell S, Razavi P, Yu HA, Reis-Filho JS, Gomez D, Schultz N, Pike LRG.
Genomic analysis and clinical correlations of non-small cell lung cancer brain metastasis.
Nat Commun. 2023 Aug 17;14(1):4980.

257. Maron SB, Chatila W, Walch H, Chou JF, Ceglia N, Ptashkin R, Do RKG, Paroder V,
Pandit-Taskar N, Lewis JS, Biachi De Castria T, Sabwa S, Socolow F, Feder L, Thomas J, Schulze
I, Kim K, Elzein A, Bojilova V, Zatzman M, Bhanot U, Nagy RJ, Lee J, Simmons M, Segal M, Ku
GY, Ilson DH, Capanu M, Hechtman JF, Merghoub T, Shah S, Schultz N, Solit DB, Janjigian YY.
Determinants of survival in HER2+ metastatic esophagogastric cancer. Clin Cancer Res.
2023 Jul 5:CCR-22-3769.

256. Abate M, Walch H, Arora K, Vanderbilt CM, Fei T, Drebin H, Shimada S, Maio A, Kemel Y,
Stadler ZK, Schmeltz J, Sihag S, Ku GY, Gu P, Tang L, Vardhana S, Berger MF, Brennan MF,
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Schultz ND, Strong VE. Unique Genomic Alterations and Microbial Profiles Identified in
Gastric Cancer Patients of African, European, and Asian Ancestry: A Novel Path for
Precision Oncology. Ann Surg. 2023 Jun 29.

255. Tang C, Xie AX, Liu EM, Kuo F, Kim M, DiNatale RG, Golkaram M, Chen YB, Gupta S, Motzer
RJ, Russo P, Coleman J, Carlo MI, Voss MH, Kotecha RR, Lee CH, Tansey W, Schultz N, Hakimi
AA, Reznik E. Immunometabolic coevolution defines unique microenvironmental niches in
ccRCC. Cell Metab. 2023 Jun 28:S1550-4131(23)00215-2.

254. Li Z, Jiao X, Robertson AG, Di Sante G, Ashton AW, DiRocco A, Wang M, Zhao J, Addya S,
Wang C, McCue PA, South AP, Cordon-Cardo C, Liu R, Patel K, Hamid R, Parmar J, DuHadaway
JB, Jones SJM, Casimiro MC, Schultz N, Kossenkov A, Phoon LY, Chen H, Lan L, Sun Y,
Iczkowski KA, Rui H, Pestell RG. The DACH1 gene is frequently deleted in prostate cancer,
restrains prostatic intraepithelial neoplasia, decreases DNA damage repair, and predicts
therapy responses. Oncogene. 2023 Jun;42(22):1857-1873.

253. Choudhury NJ, Lavery JA, Brown S, de Bruijn I, Jee J, Tran TN, Rizvi H, Arbour KC, Whiting
K, Shen R, Hellmann M, Bedard PL, Yu C, Leighl N, LeNoue-Newton M, Micheel C, Warner JL,
Ginsberg MS, Plodkowski A, Girshman J, Sawan P, Pillai S, Sweeney SM, Kehl KL, Panageas KS,
Schultz N, Schrag D, Riely GJ. The GENIE BPC NSCLC cohort: a real-world repository
integrating standardized clinical and genomic data for 1,846 patients with non-small cell
lung cancer. Clin Cancer Res. 2023 May 24:CCR-23-0580.

252. Foote MB, Walch H, Kemel Y, Vakiani E, Johannet P, Sheehan M, Chatila W, Chung S, Nash
GM, Maio A, Shia J, Mandelker D, Berger M, Schultz N, Diaz LA, Cercek A, Stadler ZK. The
Impact of Germline Alterations in Appendiceal Adenocarcinoma. Clin Cancer Res. 2023 Jun
8:OF1-OF7.

251. Lengel HB, Mastrogiacomo B, Connolly JG, Tan KS, Liu Y, Fick CN, Dunne EG, He D,
Lankadasari MB, Satravada BA, Sun Y, Kundra R, Fong C, Smith S, Riely GJ, Rudin CM, Gomez
DR, Solit DB, Berger MF, Li BT, Mayo MW, Matei I, Lyden DC, Adusumilli PS, Schultz N,
Sanchez-Vega F, Jones DR. Genomic mapping of metastatic organotropism in lung
adenocarcinoma. Cancer Cell. 2023 May 8;41(5):970-985.e3.

250. Johnson WT, Ganesan N, Epstein-Peterson ZD, Moskowitz AJ, Stuver RN, Maccaro CR,
Galasso N, Chang T, Khan N, Aypar U, Lewis NE, Zelenetz AD, Palomba ML, Matasar MJ, Noy A,
Hamilton AM, Hamlin PA, Caron PC, Straus DJ, Intlekofer AM, Batlevi CL, Kumar A, Owens CN,
Sauter CS, Falchi L, Lue JK, Vardhana SA, Salles GA, Dogan A, Schultz ND, Arcila ME, Horwitz
SM. TP53 mutations identify high-risk events for peripheral T-cell lymphoma treated with
CHOP-based chemotherapy. Blood Adv. 2023 Apr 20:bloodadvances.2023009953.

249. Miao E, Eichholz JE, Lebow ES, Flynn J, Zhang Z, Walch H, Hubbeling H, Beal K, Moss NS,
Yu KK, Meng A, Kelly DW, Gomez DR, Li BT, Rimner A, Schultz N, Drilon A, Imber BS, Pike LRG.
Characterization of Central Nervous System Clinico-Genomic Outcomes in ALK-Positive
Non-Small Cell Lung Cancer Patients with Brain Metastases Treated with Alectinib. Lung
Cancer. 2023 Apr;178:57-65.
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248. Kasago IS, Chatila WK, Lezcano CM, Febres-Aldana CA, Schultz N, Vanderbilt C, Dogan S,
Bartlett EK, D'Angelo SP, Tap WD, Singer S, Ladanyi M, Shoushtari AN, Busam KJ, Hameed M.
Undifferentiated and Dedifferentiated Metastatic Melanomas Masquerading as Soft Tissue
Sarcomas: Mutational Signature Analysis and Immunotherapy Response. Mod Pathol. 2023
Mar 27;36(8):100165.

247. Foote MB, Walch H, Chatila W, Vakiani E, Chandler C, Steinruecke F, Nash GM, Stadler Z,
Chung S, Yaeger R, Braghrioli MI, Shia J, Kemel Y, Maio A, Sheehan M, Rousseau B, Argilés G,
Berger M, Solit D, Schultz N, Diaz LA Jr, Cercek A. Molecular Classification of Appendiceal
Adenocarcinoma. J Clin Oncol. 2023 Mar 10;41(8):1553-1564.

246. Chatila WK, Walch H, Hechtman JF, Moyer SM, Sgambati V, Faleck DM, Srivastava A, Tang L,
Benhamida J, Ismailgeci D, Campos C, Wu F, Chang Q, Vakiani E, de Stanchina E, Weiser MR,
Widmar M, Yantiss RK, Shah MA, Bass AJ, Stadler ZK, Katz LH, Mellinghoff IK, Sethi NS, Schultz
N, Ganesh K, Kelsen D, Yaeger R. Integrated clinical and genomic analysis identifies driver
events and molecular evolution of colitis-associated cancers. Nat Commun. 2023 Jan
7;14(1):110.

245. Giraldo NA, Drill E, Satravada BA, Dika IE, Brannon AR, Dermawan J, Mohanty A, Ozcan K,
Chakravarty D, Benayed R, Vakiani E, Abou-Alfa GK, Kundra R, Schultz N, Li BT, Berger MF,
Harding JJ, Ladanyi M, O'Reilly EM, Jarnagin W, Vanderbilt C, Basturk O, Arcila ME.
Comprehensive Molecular Characterization of Gallbladder Carcinoma and Potential Targets
for Intervention. Clin Cancer Res. 2022 Dec 15;28(24):5359-5367.

244. Jee J, Lebow ES, Yeh R, Das JP, Namakydoust A, Paik PK, Chaft JE, Jayakumaran G, Rose
Brannon A, Benayed R, Zehir A, Donoghue M, Schultz N, Chakravarty D, Kundra R, Madupuri R,
Murciano-Goroff YR, Tu HY, Xu CR, Martinez A, Wilhelm C, Galle J, Daly B, Yu HA, Offin M,
Hellmann MD, Lito P, Arbour KC, Zauderer MG, Kris MG, Ng KK, Eng J, Preeshagul I, Victoria Lai
W, Fiore JJ, Iqbal A, Molena D, Rocco G, Park BJ, Lim LP, Li M, Tong-Li C, De Silva M, Chan DL,
Diakos CI, Itchins M, Clarke S, Pavlakis N, Lee A, Rekhtman N, Chang J, Travis WD, Riely GJ,
Solit DB, Gonen M, Rusch VW, Rimner A, Gomez D, Drilon A, Scher HI, Shah SP, Berger MF,
Arcila ME, Ladanyi M, Levine RL, Shen R, Razavi P, Reis-Filho JS, Jones DR, Rudin CM, Isbell
JM, Li BT. Overall survival with circulating tumor DNA-guided therapy in advanced
non-small-cell lung cancer. Nat Med. 2022 Nov;28(11):2353-2363.

243. Shaashua L, Ben-Shmuel A, Pevsner-Fischer M, Friedman G, Levi-Galibov O, Nandakumar S,
Barki D, Nevo R, Brown LE, Zhang W, Stein Y, Lior C, Kim HS, Bojmar L, Jarnagin WR, Lecomte
N, Mayer S, Stok R, Bishara H, Hamodi R, Levy-Lahad E, Golan T, Porco JA Jr,
Iacobuzio-Donahue CA, Schultz N, Tuveson DA, Lyden D, Kelsen D, Scherz-Shouval R. BRCA
mutational status shapes the stromal microenvironment of pancreatic cancer linking
clusterin expression in cancer associated fibroblasts with HSF1 signaling. Nat Commun.
2022 Oct 31;13(1):6513.

242. Liu Y, Chudgar N, Mastrogiacomo B, He D, Lankadasari MB, Bapat S, Jones GD,
Sanchez-Vega F, Tan KS, Schultz N, Mukherjee S, Offit K, Bao Y, Bott MJ, Rekhtman N,
Adusumilli PS, Li BT, Mayo MW, Jones DR. A germline SNP in BRMS1 predisposes patients
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with lung adenocarcinoma to metastasis and can be ameliorated by targeting c-fos. Sci
Transl Med. 2022 Oct 5;14(665):eabo1050.

241. Barnett ES, Schultz N, Stopsack KH, Lam ET, Arfe A, Lee J, Zhao JL, Schonhoft JD, Carbone
EA, Keegan NM, Wibmer A, Wang Y, Solit DB, Abida W, Wenstrup R, Scher HI. Analysis of
BRCA2 Copy Number Loss and Genomic Instability in Circulating Tumor Cells from Patients
with Metastatic Castration-resistant Prostate Cancer. Eur Urol. 2022 Sep
16:S0302-2838(22)02561-1.

240. Nassar AH, Adib E, Abou Alaiwi S, El Zarif T, Groha S, Akl EW, Nuzzo PV, Mouhieddine TH,
Perea-Chamblee T, Taraszka K, El-Khoury H, Labban M, Fong C, Arora KS, Labaki C, Xu W,
Sonpavde G, Haddad RI, Mouw KW, Giannakis M, Hodi FS, Zaitlen N, Schoenfeld AJ, Schultz N,
Berger MF, MacConaill LE, Ananda G, Kwiatkowski DJ, Choueiri TK, Schrag D, Carrot-Zhang J,
Gusev A. Ancestry-driven recalibration of tumor mutational burden and disparate clinical
outcomes in response to immune checkpoint inhibitors. Cancer Cell. 2022 Sep
6:S1535-6108(22)00386-5.

239. Pugh TJ, Bell JL, Bruce JP, Doherty GJ, Galvin M, Green MF, Hunter-Zinck H, Kumari P,
Lenoue-Newton ML, Li MM, Lindsay J, Mazor T, Ovalle A, Sammut SJ, Schultz N, Yu TV,
Sweeney SM, Bernard B; AACR Project GENIE Consortium, Genomics and Analysis Working
Group. AACR Project GENIE: 100,000 Cases and Beyond. Cancer Discov. 2022 Sep
2;12(9):2044-2057.

238. Arora K, Tran TN, Kemel Y, Mehine M, Liu YL, Nandakumar S, Smith SA, Brannon AR,
Ostrovnaya I, Stopsack KH, Razavi P, Safonov A, Rizvi HA, Hellmann MD, Vijai J, Reynolds TC,
Fagin JA, Carrot-Zhang J, Offit K, Solit DB, Ladanyi M, Schultz N, Zehir A, Brown CL, Stadler ZK,
Chakravarty D, Bandlamudi C, Berger MF. Genetic Ancestry Correlates with Somatic
Differences in a Real-World Clinical Cancer Sequencing Cohort. Cancer Discov. 2022 Sep
1:CD-22-0312.

237. Abou-Alfa GK, Bibeau K, Schultz N, Yaqubie A, Millang B, Ren H, Féliz L. Effect of FGFR2
Alterations on Overall and Progression-Free Survival in Patients Receiving Systemic
Therapy for Intrahepatic Cholangiocarcinoma. Target Oncol. 2022 Sep;17(5):517-527.

236. Chatila WK, Kim JK, Walch H, Marco MR, Chen CT, Wu F, Omer DM, Khalil DN, Ganesh K,
Qu X, Luthra A, Choi SH, Ho YJ, Kundra R, Groves KI, Chow OS, Cercek A, Weiser MR, Widmar
M, Wei IH, Pappou EP, Nash GM, Paty PB, Shi Q, Vakiani E, Duygu Selcuklu S, Donoghue MTA,
Solit DB, Berger MF, Shia J, Pelossof R, Romesser PB, Yaeger R, Smith JJ, Schultz N,
Sanchez-Vega F, Garcia-Aguilar J. Genomic and transcriptomic determinants of response to
neoadjuvant therapy in rectal cancer. Nat Med. 2022 Aug;28(8):1646-1655.

235. Klemen ND, Court CM, Fernandes MC, Walch HS, Chatila WK, Saadat LV, Maron S, Crane C,
Shia J, Cercek A, Gönen M, Schultz ND, Garcia Aguilar J, Jarnagin WR, D'Angelica MI. Local
Therapy for Oligoprogression or Consolidation in High Mutational Burden Stage 4
Colorectal Cancer Treated With PD-1 or PD-L1 Blockade. Ann Surg Oncol. 2022 Aug 5.
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234. Chakraborty G, Nandakumar S, Hirani R, Nguyen B, Stopsack KH, Kreitzer C, Rajanala SH,
Ghale R, Mazzu YZ, Pillarsetty NVK, Lee GM, Scher HI, Morris MJ, Traina T, Razavi P, Abida W,
Durack JC, Solomon SB, Vander Heiden MG, Mucci LA, Wibmer AG, Schultz N, Kantoff PW. The
Impact of PIK3R1 Mutations and Insulin-PI3K-Glycolytic Pathway Regulation in Prostate
Cancer. Clin Cancer Res. 2022 Aug 15;28(16):3603-3617.

233. Tsai C, Nguyen B, Luthra A, Chou JF, Feder L, Tang LH, Strong VE, Molena D, Jones DR, Coit
DG, Ilson DH, Ku GY, Cowzer D, Cadley J, Capanu M, Schultz N, Beal K, Moss NS, Janjigian YY,
Maron SB. Outcomes and Molecular Features of Brain Metastasis in Gastroesophageal
Adenocarcinoma. JAMA Netw Open. 2022 Aug 1;5(8):e2228083.

232. Yao S, Campbell PT, Ugai T, Gierach G, Abubakar M, Adalsteinsson V, Almeida J, Brennan P,
Chanock S, Golub T, Hanash S, Harris C, Hathaway CA, Kelsey K, Landi MT, Mahmood F, Newton
C, Quackenbush J, Rodig S, Schultz N, Tearney G, Tworoger SS, Wang M, Zhang X,
Garcia-Closas M, Rebbeck TR, Ambrosone CB, Ogino S. Proceedings of the fifth international
Molecular Pathological Epidemiology (MPE) meeting. Cancer Causes Control. 2022
Aug;33(8):1107-1120.

231. Narayan RR, Datta J, Goldman DA, Aveson VG, Walch HS, Sanchez-Vega F, Gönen M,
Balachandran VP, Drebin JA, Jarnagin WR, Kingham TP, Wei AC, Schultz N, Kemeny NE,
D'Angelica MI. Genomic Predictors of Recurrence Patterns After Complete Resection of
Colorectal Liver Metastases and Adjuvant Hepatic Artery Infusion Chemotherapy. Ann Surg
Oncol. 2022 Dec;29(13):8373-8382.

230. Vos EL, Maron SB, Krell RW, Nakauchi M, Fiasconaro M, Capanu M, Walch HS, Chatila WK,
Schultz N, Ilson DH, Janjigian YY, Ku GY, Yoon SS, Coit DG, Vanderbilt CM, Tang LH, Strong VE.
Survival of Locally Advanced MSI-high Gastric Cancer Patients Treated with Perioperative
Chemotherapy: A Retrospective Cohort Study. Ann Surg. 2022 Jun 29.

229. Sinha R, Luna A, Schultz N, Sander C. A pan-cancer survey of cell line tumor similarity
by feature-weighted molecular profiles. Cell Rep Methods. 2021 Jun 21;1(2):100039.

228. Nacev BA, Sanchez-Vega F, Smith SA, Antonescu CR, Rosenbaum E, Shi H, Tang C, Socci
ND, Rana S, Gularte-Mérida R, Zehir A, Gounder MM, Bowler TG, Luthra A, Jadeja B, Okada A,
Strong JA, Stoller J, Chan JE, Chi P, D'Angelo SP, Dickson MA, Kelly CM, Keohan ML, Movva S,
Thornton K, Meyers PA, Wexler LH, Slotkin EK, Glade Bender JL, Shukla NN, Hensley ML, Healey
JH, La Quaglia MP, Alektiar KM, Crago AM, Yoon SS, Untch BR, Chiang S, Agaram NP, Hameed
MR, Berger MF, Solit DB, Schultz N, Ladanyi M, Singer S, Tap WD. Clinical sequencing of soft
tissue and bone sarcomas delineates diverse genomic landscapes and potential therapeutic
targets. Nat Commun. 2022 Jun 15;13(1):3405.

227. Luthra A, Mastrogiacomo B, Smith SA, Chakravarty D, Schultz N, Sanchez-Vega F.
Computational methods and translational applications for targeted next-generation
sequencing platforms. Genes Chromosomes Cancer. 2022 Jun;61(6):322-331.

226. Sihag S, Nussenzweig SC, Walch HS, Hsu M, Tan KS, De La Torre S, Janjigian YY, Maron SB,
Ku GY, Tang LH, Shah PM, Wu A, Jones DR, Solit DB, Schultz N, Ganesh K, Berger MF, Molena
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D. The Role of the TP53 Pathway in Predicting Response to Neoadjuvant Therapy in
Esophageal Adenocarcinoma. Clin Cancer Res. 2022 Jun 13;28(12):2669-2678.

225. Mathur D, Taylor BP, Chatila WK, Scher HI, Schultz N, Razavi P, Xavier JB. Optimal Strategy
and Benefit of Pulsed Therapy Depend On Tumor Heterogeneity and Aggressiveness at
Time of Treatment Initiation. Mol Cancer Ther. 2022 May 4;21(5):831-843.

224. Schapiro D, Yapp C, Sokolov A, Reynolds SM, Chen YA, Sudar D, Xie Y, Muhlich J,
Arias-Camison R, Arena S, Taylor AJ, Nikolov M, Tyler M, Lin JR, Burlingame EA; Human Tumor
Atlas Network, Chang YH, Farhi SL, Thorsson V, Venkatamohan N, Drewes JL, Pe'er D, Gutman
DA, Herrmann MD, Gehlenborg N, Bankhead P, Roland JT, Herndon JM, Snyder MP, Angelo M,
Nolan G, Swedlow JR, Schultz N, Merrick DT, Mazzili SA, Cerami E, Rodig SJ, Santagata S,
Sorger PK. MITI minimum information guidelines for highly multiplexed tissue images. Nat
Methods. 2022 Mar;19(3):262-267.

223. Narayan RR, Aveson VG, Chou JF, Walch HS, Sanchez-Vega F, Santos Fernandes GD,
Balachandran VP, D'Angelica MI, Drebin JA, Jarnagin WR, Wei AC, Cercek A, Gönen M, Schultz
N, Kingham TP. Association of genomic profiles and survival in early onset and
screening-age colorectal cancer patients with liver metastases resected over 15 years. J
Surg Oncol. 2022 Apr;125(5):880-888.

222. Yoo A, Tang C, Zucker M, Fitzgerald K, DiNatale RG, Rappold PM, Weiss K, Freeman B, Lee
CH, Schultz N, Motzer R, Russo P, Coleman J, Reuter VE, Chen YB, Carlo MI, Gill AJ, Kotecha
RR, Ari Hakimi A, Reznik E. Genomic and Metabolic Hallmarks of SDH- and FH-deficient
Renal Cell Carcinomas. Eur Urol Focus. 2022 Mar 11:S2405-4569(21)00312-6.

221. Nguyen B, Fong C, Luthra A, Smith SA, DiNatale RG, Nandakumar S, Walch H, Chatila WK,
Madupuri R, Kundra R, Bielski CM, Mastrogiacomo B, Donoghue MTA, Boire A, Chandarlapaty S,
Ganesh K, Harding JJ, Iacobuzio-Donahue CA, Razavi P, Reznik E, Rudin CM, Zamarin D, Abida
W, Abou-Alfa GK, Aghajanian C, Cercek A, Chi P, Feldman D, Ho AL, Iyer G, Janjigian YY, Morris
M, Motzer RJ, O'Reilly EM, Postow MA, Raj NP, Riely GJ, Robson ME, Rosenberg JE, Safonov A,
Shoushtari AN, Tap W, Teo MY, Varghese AM, Voss M, Yaeger R, Zauderer MG, Abu-Rustum N,
Garcia-Aguilar J, Bochner B, Hakimi A, Jarnagin WR, Jones DR, Molena D, Morris L, Rios-Doria E,
Russo P, Singer S, Strong VE, Chakravarty D, Ellenson LH, Gopalan A, Reis-Filho JS, Weigelt B,
Ladanyi M, Gonen M, Shah SP, Massague J, Gao J, Zehir A, Berger MF, Solit DB, Bakhoum SF,
Sanchez-Vega F, Schultz N. Genomic characterization of metastatic patterns from
prospective clinical sequencing of 25,000 patients. Cell. 2022 Feb 3;185(3):563-575.e11.

220. Jones GD, Brandt WS, Shen R, Sanchez-Vega F, Tan KS, Martin A, Zhou J, Berger M, Solit
DB, Schultz N, Rizvi H, Liu Y, Adamski A, Chaft JE, Riely GJ, Rocco G, Bott MJ, Molena D,
Ladanyi M, Travis WD, Rekhtman N, Park BJ, Adusumilli PS, Lyden D, Imielinski M, Mayo MW, Li
BT, Jones DR. A Genomic-Pathologic Annotated Risk Model to Predict Recurrence in
Early-Stage Lung Adenocarcinoma. JAMA Surg. 2021 Feb 1;156(2):e205601.

219. Choi J, Holowatyj AN, Du M, Chen Z, Wen W, Schultz N, Lipworth L, Guo X. Distinct
Genomic Landscapes in Early-Onset and Late-Onset Endometrial Cancer. JCO Precis Oncol.
2022 Feb;6:e2100401.
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218. de Bruijn I, Li X, Sumer SO, Gross B, Sheridan R, Ochoa A, Wilson M, Wang A, Zhang H,
Lisman A, Abeshouse A, Zhang E, Thum A, Sadagopan A, Heins Z, Kandoth C, Rodenburg S, Tan
S, Lukasse P, van Hagen S, Fijneman RJA, Meijer GA, Schultz N, Gao J. Genome Nexus: A
Comprehensive Resource for the Annotation and Interpretation of Genomic Variants in
Cancer. JCO Clin Cancer Inform. 2022 Feb;6:e2100144.

217. Moy RH, Walch HS, Mattar M, Chatila WK, Molena D, Strong VE, Tang LH, Maron SB, Coit
DG, Jones DR, Hechtman JF, Solit DB, Schultz N, de Stanchina E, Janjigian YY. Defining and
Targeting Esophagogastric Cancer Genomic Subsets With Patient-Derived Xenografts. JCO
Precis Oncol. 2022 Feb;6:e2100242.
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Invited Talks
● April 15, 2023. AACR Annual Meeting. Educational Session: Accessible Computational

Platforms for Large-Scale Cancer Data Analyses. Orlando, FL. “Analytical tools for precision
oncology: The cBioPortal for cancer genomics and OncoKB.”

● October 13, 2022. Annual Genomics and Bioinformatics Symposium, Johns Hopkins
University. "Towards clinical decision support in oncology: Data integration, outcome models,
and intuitive software.”

● September 30, 2022. Intelligent Oncology – The Potential Of AI To Cure Cancer. Freiburg,
Germany. "Towards clinical decision support in oncology: Data integration, outcome models,
and intuitive software."

● September 22, 2022. Cutting-Edge Implementation of Precision Medicine in Europe.
Stockholm, Sweden. “Analytical Tools for Precision Oncology.”

● October 20, 2021. Virtual Symposium on Precision Medicine at Seoul National University
Hospital (SNUH). “Precision Oncology at MSK.”

● May 24, 2021. 5th International Molecular Pathological Epidemiology (MPE) Meeting.
“Interpreting Genomic Alterations and Therapeutic Implications Using OncoKB and the
cBioPortal for Cancer Genomics.”

● May 11, 2021. PEGS Boston Virtual Summit. “Interpreting Genomic Alterations and
Therapeutic Implications Using OncoKB and the cBioPortal for Cancer Genomics.”

● November 23, 2020. TRANSyS Virtual Symposium. “Towards clinical decision support in
oncology: Identifying driver alterations and therapeutic options.”

● July 23, 2020. Cholangiocarcinoma Foundation 2020 Annual Conference. “The cBioPortal for
Cancer Genomics.”

● June 3, 2020. EACR Virtual Conference on 'Bioinformatics for Cancer Research'. “Towards
clinical decision support in oncology: Identifying driver alterations and therapeutic options.”
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● November 14, 2019. AACR-KCA Joint Workshop on Precision Medicine. Seoul, Korea.
“Towards clinical decision support in oncology: Identifying driver alterations and therapeutic
options.”

● September 12, 2019. First International Conference in Systems and Network Medicine:
Applications of Systems Science and Thinking to Biomedicine. Washington, DC. “Towards
Clinical Decision Support in Oncology: Identifying Driver Alterations and Therapeutic Options.”

● August 10, 2019. The 2019 Bladder Cancer Think Tank. Washington, DC. “Towards Clinical
Decision Support in Oncology: Identifying Driver Alterations and Therapeutic Options.”

● March 29, 2019. Genome Institute of Singapore. “Towards Clinical Decision Support in
Oncology: Identifying Driver Alterations and Therapeutic Options.”

● November 15, 2018. Society for NeuroOncology Annual Meeting. New Orleans, LA.
“Harnessing Large-Scale Genomic Data for Cancer Gene Discovery and Therapy.”

● October 4, 2018. SWOG Fall 2018 Group Meeting. Chicago, IL. “Interpreting the Cancer
Genome: Identifying Driver Alterations and Therapeutic Options.”

● September 29, 2018. Cell Symposia: TCGA Legacy: Multi-Omic Studies in Cancer.
Washington, DC. “Oncogenic signaling pathways in the cancer genome atlas.”

● June 19, 2018. Personalized Health Technologies And Translational Research Conference.
ETH Zurich. Zurich, Switzerland. “Towards Clinical Decision Support in Oncology.”

● November 17, 2017. Association for Molecular Pathology, 2017 Annual Meeting. Salt Lake
City, UT. “Interpreting the Cancer Genome: Identifying Driver Alterations and Therapeutic
Options.”

● November 9, 2017. Cold Spring Harbor Advanced Sequencing Technologies and Applications.
Cold Spring Harbor, NY. “Identifying Driver Alterations and Therapeutic Options in Cancer.”

● November 3, 2017. Precision Medicine Seminar Series. University of Minnesota. Minneapolis,
MN. "Making Complex Cancer Genomics Data Accessible and Interpretable".

● October 25, 2017. AACR Translational Cancer Research for Basic Scientists Workshop.
Boston, MA. “The cBioPortal for Cancer Genomics.”

● June 2, 2017. ASCO Annual Meeting, Session: Genetics and Genomics for the Practicing
Clinician. Chicago, IL. Panelist.

● April 7, 2017. POET International Precision Oncology and Experimental Therapeutics
Congress. Calgary, AB. “Interpreting the Cancer Genome: Identifying Driver Alterations and
Therapeutic Options.”

● April 1, 2017. AACR Annual Meeting, Education Session: Interpretation of Cancer Genomic
Variants. Washington, DC. “Making cancer genomics data interpretable through recurrence
analysis, annotation of prior knowledge, and effective visualization.”

● March 3, 2017. 6th Annual Dana Farber Cancer Institute CCGC Symposium: Genomic
Approaches towards Precision Cancer Medicine. Boston, MA. “Making complex cancer
genomics data accessible and interpretable”.

● November 17, 2016. Society for NeuroOncology Annual Meeting. Scottsdale, AZ. “The use of
cBioPortal for Cancer Genomics in Precision Oncology.”

● September 21, 2016. 2016 AACR Translational Cancer Research for Basic Scientists
Workshop. Boston, MA. “The cBioPortal for Cancer Genomics.”

● June 23, 2016. Genentech Seminar Series. South San Francisco, CA. “Making complex
cancer genomics data accessible and interpretable”.
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● April 17, 2016. AACR Annual Meeting, Methods Workshop: Bioinformatics in Personalized
Cancer Genomics: From Sequencing Data to Clinical Actionability. New Orleans, LA. “Making
complex genomics data accessible to clinicians and researchers through the cBioPortal for
Cancer Genomics and other tools“.

● March 4, 2016. Cutting Edge Concepts in Molecular Pharmacology. Berlin, Germany.
“Molecular oncology and its application in personalized cancer therapy.”

● December 3, 2015. 16th Annual Meeting of the Society of Urologic Oncology. Washington, DC.
“Accessing Genomic Data in Prostate Cancer and Overview of TCGA Subtypes.”

● November 11, 2015. 2015 AACR Translational Cancer Research for Basic Scientists
Workshop. Boston, MA. “The cBioPortal for Cancer Genomics.”

● October 28, 2015. EMBL-EBI Industry programme workshop: Translating NGS data into
clinical practice. Waltham, MA. “The cBioPortal for Cancer Genomics.”

● October 16, 2015. Molecular Oncology for the Clinical Oncologist: Defining the Actionable
Genome. New York, NY. “Visualization and Annotation of Genomic Alterations in Tumor
Samples.”

● October 13, 2015. PISTOIA Alliance US Conference 2015. Philadelphia, PA. “Visualization
and Analysis of Cancer Genomics Data”.

● June 3, 2015. Open Source Technologies for Precision Medicine. London, UK. “The cBioPortal
for genomics data visualization in a clinical setting.”

● May 29, 2015. ASCO Annual Meeting, Session: Molecular Oncology Tumor Board. Chicago,
IL. “Bioinformatics: Understanding clinical reports, using portals, sharing of data.”

● April 21, 2015. AACR Annual Meeting, Session: Computational Approaches to Cancer Target
and Drug Discovery. Philadelphia, PA. “Exploring The Cancer Genome Atlas for Cancer
Subtypes and Targetable Alterations.”

● March 18, 2015. Tucson Symposium 2015. “The Use of cBioPortal in Precision Oncology.”
● January 16, 2015. Brigham and Women's Hospital Department of Pathology Surgical

Pathology Update Series. Boston, MA. “The Molecular Landscape of Primary Prostate
Cancer.”

● October 28, 2014. NCI Center for Cancer Research. Bethesda, MD. “Introduction to the
cBioPortal for Cancer Genomics.”

● October 24, 2104. 21st Annual Prostate Cancer Foundation Retreat. Carlsbad, CA. “The
cBioPortal for Cancer Genomics and its Use in Precision Medicine.”

● September 12, 2014. Simons Foundation Biotech Symposium. Complex Data Visualization:
Approach and Application. New York, NY. “The cBioPortal for Cancer Genomics.”

● August 21, 2014. Institute for Theoretical Biology Berlin Seminar Series. Berlin, Germany. “The
cBioPortal for Cancer Genomics.”

● April 7, 2014. AACR Annual Meeting, Session: New SU2C Dream Teams: Patient Benefit
Through Targeted Therapeutics and Immunotherapy. San Diego, CA. “Precision Therapy of
Advanced Prostate Cancer.”

● April 5, 2014. AACR Annual Meeting, Session: Using Data from the Cancer Genome Atlas.
San Diego, CA. “The cBioPortal for Cancer Genomics.”

● January 27, 2014. Cedars Sinai Medical Center, Women’s Cancer Program Seminar Series.
Los Angeles, CA. “Evaluating cell lines as tumor models by comparison of genomic profiles.”
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● December 18, 2013. Weill Cornell Medical College, Institute for Computational Biomedicine
(ICB) Seminar Series. New York, NY. “The genomic landscape of cancer: From The Cancer
Genome Atlas to personalized therapy.”

● November 15, 2013. EMBL-EBI Industry programme workshop on Oncogenomics. Pearl
River, NY. “The cBioPortal for Cancer Genomics.”

● September 18, 2013. Advances in Ovarian Cancer Research: From Concept to Clinic. Miami,
FL. “Cell lines as ovarian cancer models: Insights from molecular profiles in TCGA and CCLE.”

● July 23, 2013. 21st Annual International Conference on Intelligent Systems for Molecular
Biology (ISMB). Berlin, Germany. “The cBioPortal for Cancer Genomics.”

● May 14, 2013. Fourth Annual Ovarian Cancer Symposium: Prevention and Early Detection of
Ovarian Cancer. New York, NY. “Using Ovarian Cancer Cell Lines as Genomic Models.”

● April 8, 2013. AACR Annual Meeting, Session: The Cancer Genome Atlas (TCGA) – A Rapidly
Expanding Community Resource. Washington, DC. “Examples of Integrated Analysis and
Tools for Interacting and Understanding TCGA Data.”

● March 14, 2013. EMBL-EBI Industry programme workshop on Oncogenomics. Cambridge UK.
“The cBioPortal for Cancer Genomics.”

● March 4, 2013. NCI Center for Cancer Research. Bethesda, MD. “Introduction to the
cBioPortal for Cancer Genomics.”

● November 17, 2011. The Cancer Genome Atlas First Annual Scientific Symposium. National
Harbor, MD. “The cBio Cancer Genomics Portal – Hands-on workshop.”

● June 24, 2011. Keystone Symposium: Changing Landscape of the Cancer Genome. Boston,
MA. “The cBio Cancer Genomics Portal.”

● April 3, 2011. AACR Annual Meeting, TCGA-sponsored session. Orlando, FL. “The cBio
Cancer Genomics Portal.”

● April 2. 2011. AACR Annual Meeting, Session: Harvesting the yield from the TCGA. Orlando,
FL. “TCGA Data Access and Analytical Opportunities.”

● March 8, 2011. New York Obstetrical Society. New York, NY. “Decoding the Cancer Genome:
Pathway Alterations in Ovarian Cancer.”

● August 18, 2010. Institute for Medical Systems Biology at the Max-Delbrück-Center for
Molecular Medicine. Berlin, Germany. “Decoding the Cancer Genome: Pathway Alterations in
Brain, Ovarian, and Prostate Cancer.”

● July 9. 2007. Leibniz-Institut für Molekulare Pharmakologie (FMP). Berlin, Germany.
“Prevalence of off-target effects in a high-throughput siRNA screen for components of the
TGF-beta pathway.”
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