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A. GENERAL INFORMATION

Name: Ronglai Shen, Ph.D.

Office Address: Department of Epidemiology and Biostatistics
Memorial Sloan-Kettering Cancer Center
307 East 63" Street, 3" Floor
New York, NY 10021
Telephone: (646) 735-8089
Fax: (646) 735-0010
E-mail: shenr@mskcc.org

B. EDUCATIONAL BACKGROUND:

Ph.D. Biostatistics. University of Michigan 2004-2007
M.S. Biostatistics. University of Michigan 2002-2004
M.S. Biology University of Michigan 1999-2002
B.S. Biochemistry Fudan University 1995-1999

C. PROFESSIONAL POSITIONSAND EMPLOYMENT:

Academics Positions

Assistant Member, Memorial Sloan Kettering Cancer Center 2007-Present
Graduate Student Research Assistant, University of Michigan 2002—2007
Graduate Student Research Assistant, University of Michigan1999-2002

Hospital Positions

Assistant Attending Biostatistician, Memorial Hospital for Cancer and Allied Diseases 2007-Present

D. LICENSURE, BOARD CERTIFICATION, MALPRACTICE

E. PROFESSIONAL MEMBERSHIP

Member American Statistical Association
Member International Biometric Society
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Member International Society for Computational Biology

F. HONORSAND AWARDS:

Byar Young Investigator Travel Award, Biometrics Section, American Statistical Association, 2008
Rackham Predoctoral Fellowship, University of Michigan, 2006-2007

International Biometric Society (ENAR) Distinguished Student Paper Award, 2005 Spring Meeting.
Rackham Travel Grant, University of Michigan, December 2004 and January 2006.

Genetics Study Fellowship, University of Michigan, May 2000 - August 2000.

People’ s Fellowship, Fudan University, Shanghai, China, 1995.

G.INSTITUTIONAL /HOSPITAL AFFILIATION

Primary Hospital Affiliation: Memorial Hospital for Cancer and Allied Diseases, NY
Other Hospital Affiliations: None
Other Institutional Affiliations. None

H.EMPLOYMENT STATUS
Memoria Sloan-Kettering Cancer Center Full-time

. CURRENT AND PAST INSTITUTIONAL RESPONSIBILITIESAND PERCENT
EFFORT

J. RESEARCH SUPPORT:

ACTIVE

Starr Award 13-A137 (Pl: Shen) 40% effort 8/1/09 - 7/31/11
Starr Cancer Consortium $200,000

An Integrative Paradigm for the Discovery of Novel Tumor Subtypes and Associated Cancer Genes

The major goals of the project: 1) Development of an integrative paradigm for tumor subtype discovery that
allows simultaneous statistical inference from multiple “omic” data sets. 2) Implementation of the integrative
methods and software development. 3) Functional validation of key cancer genes that characterize newly
identified tumor subtypes.

U24 CA143840 (PIs: Sander and Ladanyi) 20% effort 9/28/09 — 7/31/14
NIH/NCI $760,456

MSKCC Center for Translational Cancer Genomic Analysis

A Genome Data Analysis Center type B (GDAC-B) aimsto develop novel integrative analysis methods for
studying cancer genomic data, thereby enabling the translation of genomic insights into new clinical
applications.

PO1 CA129243 (PI: Kris) 15% effort 7/23/07 — 6/30/12
NIH/NCI $1,014,527
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New Targets for Therapy for Adenocarcinoma of the Lung
The major goals of the program projects are to link mutations in tumors to improved outcomes in patients.

U24 CA126543 (PI: Ladanyi) 15% effort 9/28/06 — 8/31/10
NIH/NCI $745,955

The TCGA Cancer Genome Characterization Center at MSKCC

The TCGA will provide comprehensive profiling of gene expression and of genomic gains and losses and will
perform high level bioinformatic analyses to identify candidate genes for resequencing by the TCGA Genome
Sequencing Centers and novel candidate intergenic rearrangements.

P01 CA047179 (PI: Singer) 10% effort 7/17/06 — 6/30/11
NIH/NCI $972,626

Soft Tissue Sarcoma Program Project (Project 4)

The goal of the project isto integrate synovial sarcoma datafrom Affymetrix expression profiling data with
RNA interference (RNAI), chromatin immunoprecipitation (ChrlP), bioinformatics, and re-sequencing to gain
insights into pathogenesis and to identify new methods for prognostication and targeted therapy.

K. EXTRAMURAL PROFESSIONAL RESPONSIBILITIES

Poster /Presentations

. “An Integrative Paradigm for the Discovery of Novel Tumor Subtypes and Associated
Cancer Genes’, Invited poster presentation for Starr grant awardees, Starr Cancer
Consortium Retreat, 2009, Cold Spring Harbor, New Y ork

. “Integrative Clustering of Multiple Genomic Data Types for the Discovery of Novel Tumor
Subtypes’, Lighting session presentation, TCGA Steering Committee Meeting, 2009,
Bethesda, Maryland

. “Integrative Clustering of Multiple Genomic Data Types for the Discovery of Novel Tumor
Subtypes’, Contributed paper, Joint Statistical Meeting, 2009, Washington DC
. “Reconstructing Tumor-wise Protein Expression in Tissue Microarray Studies using a

Bayesian Cell Mixture Model”, Contributed paper, JSM meeting, 2008, Denver, Colorado

. “Analysis of Tissue Microarray Data using Measurement Error Models’, Contributed paper,
ENAR Spring Meeting, 2007, Atlanta, Georgia

. “Eigengene based Linear Discriminant Model for Gene Expression Data Analysis.”,
Contributed paper, ENAR Spring Meeting, 2006, Tampa, Florida

. “A two-stage Mixture Model for Meta-Analysis of Microarray Data’, Distinguished Student
Paper Winner, ENAR Spring Meeting, 2005, Austin, Texas

. “Prognostic Meta-signature of Breast Cancer Developed by Two-stage Mixture Modeling of
Microarray data’, Cancer Center Symposium, Poster Session, 2004, University of Michigan,
Ann Arbor, Michigan.
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